
SEQUENCE LISTING 



<110> Belghuith, Karima Srih 
Mezghani, Monia 

Ellouz, Radhouane lECtt 
Bejar, Samir 



<120> Polypeptides Having Glucose Isomerase 
Activity and Nucleic Acids Encoding Same 



<130> 6004.200-US 

<r4"0'>~US — 0"97"3"8"3T3T8 

<141> 1999-08-26 

<150> SN 99 . 100 
<151> 1999-05-26 

<160> 7 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1546 
<212> DNA 

<213> Streptomyces 



<400> 1 

cacgagcgcc ttggtggact gggtggacga gtccacaccg acgacgaggc ggaccctcgg 60 

ctgctgacat cggctctccc tctttttccc ggctcagggg ctctgacctg cggcttcacg 120 

ctatgccggg cctgtgggcc ccggggtgcg gacccggccc ggcccgtttc tgcttccgcg 180 

ttcccttccc agggacgcgc tcggcatact aatttgtaaa tcgccctgac gaaatagtcg 240 

caagcgagca aggagccgcg gcatgaacta ccagcccacc cccgaggaca ggttcacctt 300 . 

cggcctgtgg accgtcggct ggcaggggcg ggaccccttc ggcgacgcca cgcgtcccgc 360 

cctcgacccg gtcgacgtgc agcggctggc cgaactgggc gcctacggag tgaccttcca 420 

cgacgacgac ctgatcccct tcggggcgtc cgacaccgag cgcgaggcgc acgtcaagcg 480 

gttccgtcag gcgctcgacg cgaccggcat gaccgttccg atggccacca ccaacctctt 540 

cacccacccc gtcttcaagg caggcgcgtt caccgccaac gaccgcgcag tgcgccgtta 600 

cgccctgcgc aagaccatcc ggaacatcga tctcgcggtc gagctgggcg ccaaggtcta 660 

cgtcgcctgg ggcggccgcg agggcgcgga gtccggtgcc gccaaggacg tgcgtgcggc 720 

cctggaccgc atgaaggagg ccttcgacct gctcggcgag tacgtcacct cgcagggcta 780 

cgacatccgg ttcgccatcg agcccaagcc gaacgagccg cgcggcgaca tcctgctgcc 840 

caccatcggc cacgcgctcg ccttcatcga gcgcctggag cgccccgagc tgtacggtgt 900 

caaccccgag gtgggccacg agcagatggc cggcctgaac ttcccgcacg gcatcgcgca 960 

ggctctgtgg gcgggcaagc tcttccacat cgacctcaac ggccagtccg gcatcaagta 1020 

cgaccaggac ctgcgcttcg gcgccggtga cctgcgcgcc gccttctggc tggtcgacct 1080 

gctggagagc gccggctggg agggtccgcg ccacttcgac ttcaagcccc cgcggaccga 1140 

ggacatcgac ggcgtgtggg cctccgcggc cgggtgcatg cgcaactacc tgatcctgaa 1200 

ggagcgcgcc gccgccttcc gtgccgaccc ggaggtccag gaggccctgc gtgccgcccg 1260 

gctcgaccag ctcgccgagc ccaccgcggc cgacggcctg caggccctgc tggccgaccg 1320 

caccgcgtac gaggacttcg acgtggacgc ggccgcgcgc ggcatggcct tcgagcgcct 1380 

cgaccagctc gccatggacc acctgctggg cgcccgcggc tgaaccgggc gacgaggggg 14 4 0 

tacgcgcggt cgatctccct gcgtcgtcat gagggggtgc tgggcggctc gaggcggccc 1500 



•* if 

^{0 





ggccccatcg tgctgcgtct cccggggcgc ggtgtggggc 



gcgtgc 



1546 



<210> 2 

<211> 386 

<212> PRT 

<213> Streptomyces 
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<210> 3 
<211> 13 
<212> PRT 

<213> Streptomyces olivochromogenes 
<400> 3 

Asp Gly Gly Phe Thr Ala Asn Asp Arg Asp Val Arg Arg 
1 5 10 

<210> 4 
<211> 13 
<212> PRT 

<213> Streptomyces violaceoniger 

<400> 4 — 

Asp Gly Gly Phe Thr Ala Asn Asp Arg Asp Val Arg Arg 
15 10 

<210> 5 
<211> 13 
<212> PRT 

<213> Actinomycetes mis souriensis 
<400> 5 

Asp Gly Gly Phe Thr Ser Asn Asp Arg Ser Val Arg Arg 
15 10 

<210> 6 
<211> 13 
<212> PRT 

<213> Ampulariella sp. 
<400> 6 

Asp Gly Gly Phe Thr Ser Asn Asp Arg Ser Val Arg Arg 
1 5 10 

<210> 7 
<211> 13 
<212> PRT 

<213> Thermus thermophilus 
<400> 7 

Asp Gly Ala Phe Thr Ser Pro Asp Pro Trp Val Arg Ala 
15 10 




